Predicted interaction regions mRNAs

b0009_mog
b0090_murG
b3315_rplv
b0462_acrB
b0820_ybiT
b3093 exuT
b3739_atpl
b1824 yobF
b1628 rsxB
b3428 glgP
b2780_pyrG
b0903_pflB
b3663_yicN
b1823 cspC
b1205 ychH
b2099 yegU
b1709_ btuD
b3915_fieF
b2175_mepS
b0849 grxA
b3829 metE
b3230_rpsl
b3310_rpIN
b2729 hypD
b3961 oxyR
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Predicted interaction regions mRNAs

b0661_miaB

b3354_yheU

b0641_IptE

b3408_feoA

o — b1418_cybB

b2513_yfgM

b4148 sugE

b2531 iscR

b0087_mraY

b2246_rhmT

b0784_moaD

— b1636_pdxY

b3738_atpB

e b3693_dgoK

b3956_ppc

b2351 gtrB

b1837_yebW

b1264_trpE

b0951 pqiB

b0159 mtn

b1624_ydgd

b3433_asd

b3308_rplE

e —_— b2058 wcaB

b3033_yqiB

| | | | | |
-200 -100 -50 start codon 50 100 200



Predicted interaction regions mRNAs

b0107_hofB
b0946_zapC
b3362_yhfG
b1117_lolD
b3843_ubiD
b1424 opgD
b0174 _ispU
b2823 ppdC
b1294 sapA
b1645_ydhK
b0589_fepG
b1718 infC
b3306_rpsH
b0027_IspA
b3748 rbsD
b2441 eutB
b1279 yciS
b2595 bamD
b0026_ileS
b0425_panE
b1220_ychO
b1820 yobD
b2215 ompC
b2963 mitC
b0751 pnuC
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Predicted interaction regions mRNAs

b3211_yhcC

b0004_thrC

= — —F b0151_fhuC

P b2704 sriB

—— b2670_alaE

b2287 nuoB

b4217_ytiK

E b3430 glgC

b1246_oppD

b0881_clpS

b1043 csgC

—_— b3147_IpoA

b3009_yghB

b3636_rpmG

b0605_ahpC

b0094_ftsA

b1871_cmoB

b2114 metG

b3527_yhjJ

b3296_rpsD

b4257_yjgN

b2830_rppH

b3526_kdgK

b0066_thiQ

= b3644_yicC
I

-200 -100 -50 start codon 50 100 200



Predicted interaction regions mRNAs

b3380_yhfw

b0198 metl

b2562_yfhL

e b4529_ydbJ
— b0796_ybiH

b0979_chdB

b3579_yiaO

J— — b2318 truA

b1203_ychF

b1175 minD

b3475_acpT

— —_— — b1951 rcsA

—_— b2573_rpoE

— e b0854_p0t|:

b2600_tyrA

b3175 secG

b2616 recN

b1210_hemA

b1478_adhP

— b2754_ygbF

— — b0619_citA

E— — b2788 gudX

b0945_pyrD

—— b3442_yh hz

b0452_tesB

| | | | | |
-200 -100 -50 start codon 50 100 200



Predicted interaction regions mRNAs

b0180_fabz
b0737_tolQ
b2131 osmF
b3259 prmA
b2813_mitA
b2569 lepA
b3156_yhbS
b4029_yjbH
b1126_potA
b1844 exoX
b3026_qseC
b1651 gloA
b1826_mgrB
b2153 folE
b3223 nanE
b4254 argl
b3729 glmS
b0177_bamA
b2721_hycE
b1713_pheT
b4365_yijiQ
b4034_malE
b0874_ybjE
b3057_bacA
b4162_orn
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Predicted interaction regions mRNAs

b2149 mglA
b4005 purD
b2928 yggC
b1542_ydfl

b0045_ yaaU
b1629 rsxC
b2912 fau

b0161 degP
b3062_ttdB
b3518_ yhjA
b3283 yrdD
b1512_IsrR
b4244 pyrl

b0564 appY
b0852_rimK
b1475 fdnH
b2701_mltB
b1724 ydiZ
b3221 yhcH
b0957_ompA
b1625 cnu

b4195 ulaC
b2764 cysJ
b0887_cydD
b4041 plsB
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Predicted interaction regions mRNAs

b1058 yceO

b0407_yajC

b1249 clsA

— - - b2829_ptsP

= = b0954_fabA

b0434_yajG

b1836_yebV

— b3642_pyrE

b2333_yfcP

b2129_yehX

b4090 rpiB

—_— b2172_yeiQ
b3232_zapE

b2019_hisG

b1003_yccd

— — b1937_fliE

b0811_gInH

b4484_cpxP

b0212 gloB

— b3240 aaeB

b1941_flil

b0790_ybhP

b2528 iscA

E— — b0080_cra

b2536_hcaT

| | | | | |
-200 -100 -50 start codon 50 100 200



