
b3212	-	gltB
b3892	-	fdoI
b0997	-	torA
b4136	-	dsbD
b2210	-	mqo
b0031	-	dapB
b2207	-	napD
b0517	-	allD
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b0723	-	sdhA
b2205	-	napG
b1444	-	patD
b1478	-	adhP
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b2320	-	pdxB
b2661	-	gabD
b3365	-	nirB
b3211	-	yhcC
b3553	-	ghrB
b0123	-	cueO
b1656	-	sodB
b2763	-	cysI
b3882	-	yihU
b1189	-	dadA
b2279	-	nuoK
b1019	-	efeB
b3260	-	dusB
b1539	-	ydfG
b1654	-	grxD
b1622	-	malY
b2905	-	gcvT
b0148	-	hrpB
b1413	-	hrpA
b3935	-	priA
b3652	-	recG
b0192	-	nlpE
b1874	-	cutC
b1841	-	yobA
b1584	-	speG
b1066	-	rimJ
b1427	-	rimL
b4012	-	yjaB
b0077	-	ilvI

1 2 3 4 5 6 7 8 9 10111213141516171819202122232425262728

1:	1.38	oxidoreductase
2:	1.32	GO:0055114~oxidation	reduction
3:	3.93	IPR017909:Twin	arginine	translocation	signal,Tat
4:	3.73	IPR006311:Twin-arginine	translocation	pathway	signal
5:	3.3	ecx00910:Nitrogen	metabolism
6:	4.41	SM00490:HELICc
7:	4.39	IPR014021:Helicase,superfamily	1	and	2,ATP-binding
8:	4.17	SM00487:DEXDc
9:	4.16	domain:Helicase	C-terminal
10:	4.15	IPR001650:DNA/RNA	helicase,C-terminal
11:	3.94	domain:Helicase	ATP-binding
12:	3.93	IPR014001:DEAD-like	helicase,N-terminal
13:	3.62	GO:0008026~ATP-dependent	helicase	activity
14:	3.62	GO:0070035~purine	NTP-dependent	helicase	activity
15:	4.66	IPR011545:DNA/RNA	helicase,DEAD/DEAH	box	type,N-terminal
16:	2.68	helicase
17:	2.37	GO:0004386~helicase	activity
18:	3.75	copper
19:	3.62	GO:0005507~copper	ion	binding
20:	13.88	PIRSF000420:ribosomal	protein	serine	N-acetyltransferase
21:	3.73	IPR016181:Acyl-CoA	N-acyltransferase
22:	5.66	Translation,ribosomal	structure	and	biogenesis
23:	3.26	domain:N-acetyltransferase
24:	3.24	IPR000182:GCN5-related	N-acetyltransferase
25:	2.75	GO:0008080~N-acetyltransferase	activity
26:	2.46	GO:0016410~N-acyltransferase	activity
27:	2.34	FAD
28:	1.68	Flavoprotein

group	1:	1.13
group	2:	1.09
group	3:	1.08
group	4:	1.05
group	5:	1.05
group	6:	1.03
group	7:	1.00


