
b0161	-	degP
b1516	-	lsrB

b0123	-	cueO
b0655	-	gltI
b3017	-	ftsP
b1920	-	fliY
b2821	-	ptrA
b1252	-	tonB
b0069	-	sgrR
b1243	-	oppA
b0958	-	sulA
b3143	-	yraI
b3458	-	livK
b3579	-	yiaO
b1487	-	ddpA
b3527	-	yhjJ
b4070	-	nrfA
b0931	-	pncB
b0995	-	torR
b2079	-	baeR
b3912	-	cpxR
b3405	-	ompR
b0523	-	purE
b1849	-	purT
b0945	-	pyrD
b2508	-	guaB
b4244	-	pyrI
b0529	-	folD
b4006	-	purH
b1098	-	tmk
b0474	-	adk

b3581	-	sgbH
b2905	-	gcvT
b1235	-	rssB
b2193	-	narP
b1222	-	narX
b4125	-	dcuS
b1040	-	csgD
b2235	-	nrdB
b2751	-	cysN
b1854	-	pykA
b2752	-	cysD
b4043	-	lexA
b4479	-	dgoR
b0345	-	lacI

b0840	-	deoR
b3724	-	phoU
b2725	-	hycA
b0413	-	nrdR
b3094	-	exuR
b1735	-	chbR
b1306	-	pspC
b1434	-	ydcN
b2741	-	rpoS
b1926	-	fliT

b0481	-	ybaK
b1799	-	dmlR
b3995	-	rsd

b1305	-	pspB
b0189	-	rof

b2550	-	yphH
b0465	-	mscK
b3747	-	kup
b0344	-	lacZ
b3846	-	fadB
b1732	-	katE
b3384	-	trpS

1 2 3 4 5 6 7 8 9 10111213141516171819202122232425262728293031323334353637383940

1:	2.13	GO:0042597~periplasmic	space
2:	1.71	periplasm
3:	6.21	PIRSF003173:response	regulator,OmpR	type
4:	4.56	IPR001867:Signal	transduction	response	regulator,C-terminal
5:	2.2	GO:0009165~nucleotide	biosynthetic	process
6:	1.98	GO:0034654~nucleobase,nucleoside,nucleotide	and	nucleic	acid	biosynthetic	process
7:	1.98	GO:0034404~nucleobase,nucleoside	and	nucleotide	biosynthetic	process
8:	5.65	ecz00670:One	carbon	pool	by	folate
9:	3.3	domain:Response	regulatory
10:	3.22	IPR001789:Signal	transduction	response	regulator,receiver	region
11:	2.82	SM00448:REC
12:	2.34	two-component	regulatory	system
13:	2.47	GO:0000156~two-component	response	regulator	activity
14:	5.5	purine	biosynthesis
15:	2.46	GO:0006164~purine	nucleotide	biosynthetic	process
16:	2.4	GO:0006163~purine	nucleotide	metabolic	process
17:	3.39	ecs00230:Purine	metabolism
18:	2.28	ece00230:Purine	metabolism
19:	1.62	transcription	regulation
20:	1.49	Transcription
21:	1.41	GO:0006350~transcription
22:	1.33	GO:0045449~regulation	of	transcription
23:	1.3	GO:0030528~transcription	regulator	activity
24:	4.4	potassium
25:	3.14	GO:0031420~alkali	metal	ion	binding
26:	3.99	GO:0030955~potassium	ion	binding
27:	7.26	ecf00380:Tryptophan	metabolism
28:	6.24	purine	nucleotide	biosynthesis
29:	5.03	GO:0009161~ribonucleoside	monophosphate	metabolic	process
30:	5.03	GO:0009156~ribonucleoside	monophosphate	biosynthetic	process
31:	4.14	GO:0009123~nucleoside	monophosphate	metabolic	process
32:	4.14	GO:0009124~nucleoside	monophosphate	biosynthetic	process
33:	4.8	GO:0009126~purine	nucleoside	monophosphate	metabolic	process
34:	4.8	GO:0009167~purine	ribonucleoside	monophosphate	metabolic	process
35:	4.8	GO:0009168~purine	ribonucleoside	monophosphate	biosynthetic	process
36:	4.8	GO:0009127~purine	nucleoside	monophosphate	biosynthetic	process
37:	2.45	GO:0009260~ribonucleotide	biosynthetic	process
38:	2.38	GO:0009259~ribonucleotide	metabolic	process
39:	2.13	GO:0009152~purine	ribonucleotide	biosynthetic	process
40:	2.07	GO:0009150~purine	ribonucleotide	metabolic	process
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