
b3391	-	hofQ
b3541	-	dppD
b3838	-	tatB
b1942	-	fliJ

b0106	-	hofC
b1247	-	oppF
b2610	-	ffh

b0463	-	acrA
b3006	-	exbB
b3981	-	secE
b3705	-	yidC
b0537	-	intD
b4278	-	insG
b3237	-	argR
b2699	-	recA
b2894	-	xerD
b4312	-	fimB
b4260	-	pepA

1 2 3 4 5 6 7 8 9 10

1:	2.32	GO:0008104~protein	localization
2:	2.14	GO:0015031~protein	transport
3:	2.14	GO:0045184~establishment	of	protein	localization
4:	3.2	dna	recombination
5:	2.75	GO:0006310~DNA	recombination
6:	4.62	GO:0015074~DNA	integration
7:	6.99	active	site:O-(3'-phospho-DNA)-tyrosine	intermediate
8:	6.05	IPR013762:Integrase-like,catalytic	core,phage
9:	6.05	IPR002104:Integrase,catalytic	core,phage
10:	5.09	dna	integration

group	1:	1.52
group	2:	1.43
group	3:	1.12


