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Predicted interaction regions mRNAs

b3705_yidC
b4260_ pepA
b0002_thrA
b1667_ydhR
b3066_dnaG
b3319 _rpID
b3450 ugpC
b0192 nipE
b1427 rimL
b2475_ypfJ
b3008_metC
b3991 thiG
b3789_rffH
b2825 ppdB
b4138_dcuA
b1482 osmC
b0081_mraz
b1300_ puuC
b0423_thil
b0198_ metl
b3574_yiaJ
b3648_gmk
b0166_dapD
b0085_murE
b4406_yaeP
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Predicted interaction regions mRNAs
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b2813 mitA
b3298 rpsM
b2452 eutH
b1062_pyrC
b4348 hsdS
b3524 yhjG
b0829 gsiA
b3184_yhbE
b4278_insG
b1476_fdnl
b0451 amtB
b3795_yifK
b1342_ydaN
b0973_hyaB
b3713 chrR
b0674_asnB
b0094_ftsA
b0998 torD
b4198 ulaF
b0453_ybaY
b1781 yeaE
b0387_yail
b0946 zapC
b2844 yqeF
b3888_yiiD



Predicted interaction regions mRNAs

b4363_yjjB
b0675 umpH
b3391_hofQ
b3221_yhcH
b3981 secE
b4551_yheV
b1804 rnd
b2669_stpA
b2513_yfgM
b3380_yhfw
b1852 zwf
b3426_glpD
b4403_yjtD
b1881 chez
b0189_rof
b4252_tabA
b2341 fadJ
b0815_opgE
b3128 garD
b0333_prpC
b1914 uvrY
b2947_gshB
b3738_atpB
b3347_fkpA
b1658 purR
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Predicted interaction regions mRNAs

b3006_exbB
b2812_tcdA
b1817_manX
b0537_intD
b3416_malQ
b0354_yail
b4262_IptG
b3601_mtIR
b1119 nagK
b3770_ilvE
b2531 iscR
b2203_napB
b3417_malP
b2136_yohD
b1120 cobB
b0063_ araB
b3805_hemC
b2422_cysA
b0836_bssR
b3962_sthA
b4478 dgoD
b0910_cmk
b4045_yijbJ
b1247 oppF
b2101_yegW
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Predicted interaction regions mRNAs
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Predicted interaction regions mRNAs
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b2913 serA
b3929 rraA
b2239 glpQ
b1015_putP
b3192 mlaC
b3201_IptB
b1680_sufS
b2171 yeiP
b1982 amn
b0784 _moaD
b0603_ybdO
b0585 fes
b0037_caiC
b2280_nuoJ
b3237_argR
b0106_hofC
b2418 pdxK
b0159 mtn
b3693 dgoK
b1942 fliJ
b1446_ydcY
b2610_ffh
b2384_ypdE
b1659 ydhB
b0412_yajl



Predicted interaction regions mRNAs

b0975_hyaD
b2094 gatA
b1624 ydgJ
b3317_rplB
b1805_fadD
b2905_gcvT
b0211_mitD
b1125 potB
b2465_tktB
b4567_yjjz
b0428_cyoE
b1823 cspC
b2501_ ppk
b1854_pykA
b2717 hycl
b3460_livJ
b4312_fimB
b3262_yhdJ
b1686_menl
b2894 xerD
b0435_bolA
b2167_fruA
b1466_narWw
b1725_ yniA
b0948_rimL
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