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Predicted interaction regions mRNAs

b2149 mglA
b4195 ulaC
b3583_sgbE
b3676_yidH
b3687_ibpA
b1260_trpA
b0491_fetB
b2282 nuoH
b0794_ybhF
b0889 _Irp
b0476_aes
b2105 rcnR
b3749 rbsA
b1237_hns
b2741_rpoS
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