0.08 0.11 0.14

0.05

0 0.02

Predicted interaction regions mRNAs

= ct_134_N/A

ct_744_NIA

= ct_744_N/A

- ct_040_ruvB

ct_015_phoH

= e ct_367_arol

ct_743_hctA

ct_066_N/A

= ct_505_gapA

— ———— ct_280_nqr4

— = ct_056_N/A

= ct_864_xerD

ct_023_prfA

ct_198 oppA 3

=——— = ct_802_rs18
I

-200 -100 -50 50 100 200



