Predicted interaction regions sRNA
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ct_672_N/A
ct_ 534 cutkE
ct_671_N/A
ct_111 groES
ct_ 531 IpxA
ct_026_rs16
ct_583 _gp6D
ct_799_N/A
ct_843 rsi15
ct_666_N/A
ct_134 N/A
ct_744 _N/A
ct_744_N/A
ct_040_ruvB
ct_015 phoH
ct_367_aroL
ct_743 hctA
ct_066_N/A
ct_505_gapA
ct_280_nqgr4
ct_056_N/A
ct_864_xerD
ct_023 prfA
ct_802_rs18
ct_198 oppA_3



Predicted interaction regions sRNA
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ct_588 rbsU
ct_733_N/A
ct_863_N/A
ct_577_N/A
ct_425 N/A
ct_469_N/A
ct_438_rs7
ct_590_N/A
ct_610_N/A
ct_458_Yhhy
ct_695_N/A
ct_ 401 gltT
ct_769_ybeB
ct 591 sdhB
ct_030_gmk
ct_483_N/A
ct_642_N/A
ct_780_N/A
ct_649 ygfA
ct_824_N/A
ct_455 murA
ct_722_pgm
ct_755_groEL_3
ct_855 fumC
ct_267_ihfA



Predicted interaction regions sRNA
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ct 536 _dnaQ 2

ct 114 N/A
ct_211 N/A
ct_530_fmt
ct_712_N/A
ct_381_artd
ct_745 hemG
ct_369_aroB
ct_395 grpE
ct_461_N/A
ct_846_N/A
ct_045_pepA
ct 270 _pbp3
ct_705_clpX
ct_628 ispA
ct_796 glyQ
ct_106_yceC
ct_184_N/A
ct_132_N/A
ct_104 fabl
ct_785 rl34
ct_119 incA
ct_580_N/A
ct_784_rnpA
ct_758_murD



Predicted interaction regions sRNA
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ct_875_N/A
ct 810 rI32
ct_676_N/A
ct_539 trxA
ct_548_N/A
ct_073_N/A
ct_249 N/A
ct_815 mrsA 2
ct_558_lipA
ct_674_yscC
ct_332_pykF
ct_269 murE
ct_766_miaA
ct_437_fusA
ct 221 yqfu
ct_522 rs3
ct_726_N/A
ct_767_N/A
ct_342_rs21
ct 185 zwf
ct_821 sucC
ct 431 clpP_1
ct_131_N/A
ct_309_N/A
ct_510_secY



Predicted interaction regions sRNA

ct_644_yohl

ct_290 ptsN_1

ct_754 icc

ct_683_N/A

ct_310_atpE

ct_827_nrdA

ct_706_clpP_2

ct 515 rs8

ct 237 _fabG

ct_570_gspF

ct_778_ priA

ct_848_N/A

ct 841 ftsH

ct_089 IcrE

ct_405 ribC

ct_742_ygcA

ct_002_gatC

ct_817_tyrP_1

ct_813_N/A

ct_445_gltx

ct_546_N/A

ct_860_N/A

ct_382_aroG

ct_001_N/A

ct_457_N/A
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Predicted interaction regions sRNA

ct_208_gseA

ct_124 accC

ct_434 yghB

ct_243_IpxD

ct_655 kdsA

ct_635_N/A

ct_392_yprS

ct_451 cdsA

ct_284_NJ/A

ct_645_N/A

ct_759 nlpD

ct_291 ptsN_2

ct_806_ptr

ct_389_N/A

ct_592_sdhA

ct_283_N/A

ct_ 581 thrS

ct_059 fer

ct 150 ri33

ct_842 pnp

ct_826_pssA

ct_872_pmpH

ct_279 nqr3

ct_808_cafE

ct_474_NIA
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Predicted interaction regions sRNA

ct_738_yycd

ct_777_bioF

ct 543 hisS

ct_090 lcrD

— ct_057_gcpE

— ct_415 yeblL

ct_ 615 sigA

ct_336_ptsl

ct_724_N/A

ct_700_N/A

ct_859 IytB

ct_716_N/A

ct_661_N/A

— _— ct_083_N/A

ct_656_N/A

ct_324 N/A

ct_663_N/A

ct_770_fabF

ct_213 rpiA

ct_254_N/A

ct_355_N/A

= =— ct_517_rl24

ct_729 serS

ct_749 alaS

ct_647_N/A
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Predicted interaction regions sRNA

ct_487_yhhF

ct_774_cysQ

ct_257_N/A

ct_ 851 map

ct_698_N/A

= — ct_704_pcnB_2

ct 285 IplA_1

ct_196_N/A

ct_293 accD

ct_112 pepF

ct_503_N/A

ct_792_mutS

ct_024_NJ/A

ct_041_N/A

ct 811 plsX

ct_260_N/A

ct_497 dnaB

ct_648_N/A

ct_320 _nusG

ct_186_devB

ct_831 _murB

ct_781_lysS

ct_386_N/A

ct_428 ubiE

ct_481_N/A
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