Predicted interaction regions mRNAs

b4244 pyrl

b0065_yabl

b0199 metN

b0734_cydB

b4045_yjbJ

b2696 csrA

b3964_yijD

b3626 waaR

b3940 metL

b2011 sbcB

b0652_gltL

b4348_hsdS

b2062_wza

b2331_smrB

b3857_mobA

b2727_hypB

b1826_mgrB

b3391_hofQ

b0687_seqA

b3183_obgE

b4553 ysaB

b0929 ompF

b0090_murG

— b1243_oppA

b0889 Irp
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Predicted interaction regions mRNAs

b1086_rluC
b2239_glpQ
b3380_yhfw
b2614 grpE
b2012_yeeD
b0435_bolA
b3243 aaeR
b1395 paaH
b4051_qorA
b3771_ilvD
b1659 ydhB
b3541 dppD
b3739_atpl
b4479_dgoR
b1849 purT
b0551 quuD
b0896_dmsC
b4372_holD
b1553 rzpQ
b1205 ychH
b4551_yheV
b1479 maeA
b2821_ptrA
b3052_hIdE
b0091 murC
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Predicted interaction regions mRNAs
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b4291 fecA
b3385_gph
b1949 fliQ
b3458_livK
b3365_nirB
b1658_purR
b0879 _macB
b1321 ycjX
b2823 ppdC
b4034 malE
b0871_ poxB
b4231_yjfF
b3600_mtID
b1746_astD
b3464 _ftsY
b3912_ cpxR
b0566_envY
b2280 nuoJ
b0585 fes
b1242_ychE
b3192_mlaC
b0946_zapC
b2916_argP
b1473 yddG
b3822_recQ



Predicted interaction regions mRNAs

b0531_sfmC

b2155_cirA

b1860 ruvB

b0116_lpd

b3283 yrdD

= b2714 ascG

b3918_cdh

= b1675_ydhZ

b1902_finB

b3805_hemC

= b0740_tolB

b0636_rimH

b3809_dapF

— b1951_rcsA

b0451 amtB

b1827_kdgR

b3101 yqjF

b1071_figM

b3747_kup

— b1718_infC

_— b024l_ph0E

b1593_ynfK

b2678_prow

b2099 yegU

b3990_thiH
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Predicted interaction regions mRNAs
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b2347_yfdC
b1920_fliy
b0032_carA
b1842_holE
b0074_leuA
b4004 zraR
b0904 focA
b0738_toIR
b3011_yghD
b3349_slyD
b4483_tatD
b3033_yqiB
b3910_yiiM
b1418_cybB
b4012_yjaB
b1800_dmlA
b2075_mdtB
b0078_ilvH
b0830_gsiB
b2416_ptsl
b0454_ybaz
b3057_bacA
b3527_yhjJ
b3306_rpsH
b3360_pabA

200



Predicted interaction regions mRNAs

b2088_insE1l
b2108_yehA
b2262_menB
b2830_rppH
b0491_fetB
b4518 ymdF
b3441_yhhY
b3292_zntR
b0192_nlpE
b3339_tufA
b3615 waaH
b3958 argC
b0081 mraz
b1739_osmE
b1883 cheB
b1342_ydaN
b0034_caiF
b1105_IpoB
b2455 eutE
b2038_rfbC
b3455_livG
b0633 rlpA
b2782_mazF
b2922 yggE
b2452_ eutH
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Predicted interaction regions mRNAs

b2048 cpsG

b2154 yeiG

————— b0952_pqiC

b1912 pgsA

— b2754_ygbF

b2110_yehC

b1385 feaB

b3705_yidC

b1580_rspB

— b2388_glk

— b3993_thiE

b3156_yhbS

b1886_tar

b3670_ilvN

b3297_rpsK

b2572_rseA

b3738_atpB

b2057_wcaC

b2805 fucR

e b4208_cycA

b1602_pntB

b2745 truD

— b3665 adeD

b3575_yiaK
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Predicted interaction regions mRNAs

b0316_yahB
b3860_dsbA
b3915 fieF
b4139_aspA
b0128 yadH
b3213_gltD
b2049_cpsB
b2513 yfgM
b3532_bcsB
b0445_ybaE
b2266_elaB
b1533 _eamA
b3247 rng
b2717_hycl
b0922_mukF
b1686_menl
b1101 ptsG
b0999 cbpM
b3131 agaR
b0601_ybdM
b4217 ytfK
b2812_tcdA
b3858_yihD
b2206_napA
b0518_fdrA
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