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Predicted interaction regions mRNAs

b2780_pyrG
b0903_pflB
b3663_yicN
b1823_cspC
b1205_ychH
b2099_yegU
b1709_btuD
b3915_fieF
b2175 _mepS
b0849 grxA
b3829 metE
b3230_rpsl
b3310_rpIN
b2729_hypD
b3961 oxyR
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