
ct_815	-	mrsA_2
ct_280	-	nqr4
ct_774	-	cysQ
ct_851	-	map
ct_778	-	priA
ct_279	-	nqr3
ct_742	-	ygcA
ct_859	-	lytB
ct_766	-	miaA
ct_336	-	ptsI
ct_057	-	gcpE
ct_610	-	N/A
ct_332	-	pykF
ct_821	-	sucC
ct_461	-	N/A
ct_367	-	aroL
ct_558	-	lipA
ct_581	-	thrS
ct_824	-	N/A
ct_841	-	ftsH
ct_806	-	ptr
ct_781	-	lysS
ct_698	-	N/A

ct_045	-	pepA
ct_059	-	fer

ct_415	-	yebL
ct_705	-	clpX
ct_434	-	ygbB
ct_112	-	pepF
ct_754	-	icc

ct_591	-	sdhB
ct_767	-	N/A

1 2 3 4 5 6 7 8

1:	1.49	GO:0046872~metal	ion	binding
2:	1.43	GO:0043167~ion	binding
3:	1.43	GO:0043169~cation	binding
4:	2.66	iron
5:	3.49	iron-sulfur
6:	1.95	GO:0005506~iron	ion	binding
7:	2.1	GO:0051540~metal	cluster	binding
8:	2.1	GO:0051536~iron-sulfur	cluster	binding

group	1:	1.81
group	2:	1.29
group	3:	1.08


