Predicted interaction regions mRNAs
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Predicted interaction regions mRNAs

ct 588 rbsU
ct_733_N/A
ct_863_N/A
ct_577_N/A
ct_425 N/A
ct_469_N/A
ct_438_rs7
ct_590_N/A
ct_610_N/A
ct_458_YhhY
ct_695 N/A
ct 401 gitT
ct_769_ybeB
ct 591 sdhB
ct_030_gmk
ct_483 N/A
ct_642_N/A
ct_780_N/A
ct_649 ygfA
ct_824 N/A
ct_455 murA
ct_722_pgm
ct_755_groEL_3
ct_855 fumC
ct_267_ihfA
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Predicted interaction regions mRNAs
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Predicted interaction regions mRNAs
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ct_875_N/A
ct 810 ri32
ct_676_N/A
ct_539 trxA
ct_548 N/A
ct_073_N/A
ct_249 N/A

ct_815 mrsA 2

ct_558_lipA
ct_674_yscC
ct_332_pykF
ct_269_murE
ct_766_miaA
ct 437 _fusA
ct 221 yqfu
ct_522 rs3
ct_726_N/A
ct_767_N/A
ct_342_rs21
ct 185 zwf
ct_821 sucC
ct 431 clpP_1
ct_131_N/A
ct_309_N/A
ct_510_secY



Predicted interaction regions mRNAs
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Predicted interaction regions mRNAs

ct_208_gseA

ct_124 accC

ct_434 _yghB

ct_243 IpxD

ct_655 kdsA

ct_635_N/A

ct_392_yprS

ct_451 cdsA

ct_284_NJ/A

ct_645_N/A

ct_759_nlpD

ct_291 ptsN_2

ct_806_ptr

ct_389_N/A

ct_592_sdhA

ct_283_NJ/A

ct 581 thrS

ct_059_fer

ct 150 rI33

ct_842 pnp

ct_826_pssA

ct_872_pmpH

ct_279 nqr3

ct_808_cafE
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Predicted interaction regions mRNAs
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ct_738_yycd
ct 777 bioF
ct 543 hisS
ct_090 lcrD
ct_057_gcpE
ct_ 415 yebL
ct 615 sigA
ct_336_ptsl
ct_724 N/A
ct_700_N/A
ct_859 IytB
ct_716_N/A
ct_661_N/A
ct_083_N/A
ct_656_N/A
ct_324 N/A
ct_663_N/A
ct_770_fabF
ct_213 rpiA
ct_254 N/A
ct_355_N/A
ct_517 rl24
ct_729_serS
ct_749 alaS
ct_647_N/A



Predicted interaction regions mRNAs

ct_487 yhhF
ct_774_cysQ
ct_257_N/A
ct_851_map
ct_698 N/A
ct_704_pcnB_2
ct_285 IplA_1
ct_196_N/A
ct_293 accD
ct_112 pepF
ct_503_N/A
ct_792_mutS
ct_024_N/A
ct_ 041 N/A
ct 811 plsX
ct_260_N/A
ct_ 497 dnaB
ct_648 N/A
ct_320 nusG
ct_186_devB
ct_831_murB
ct_781 lysS
ct_386_N/A
ct_428 ubiE
ct_481_N/A
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